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Xiang-Chun Ju先生は沖縄科学技術大学院大学のSvante Pääbo教授
(2022年ノーベル賞)の研究室で人類進化の分子基盤を研究されている気
鋭の若手研究者です。セミナーをして頂く機会を得ましたので奮ってご
参加下さいますようご案内申し上げます。

Comparison of archaic and present-day human genomes revealed that
approximately 100 single-nucleotide substitutions altering protein
sequences are fixed among all or nearly all present-day humans. However,
the phenotypic consequences of these changes remain largely unknown.
Our work focuses on their potential behavioral effects. In my talk, I will
highlight one such variation in the adenylosuccinate lyase gene (ADSL).
Introducing the amino acid change into mice reduced overall ADSL
enzymatic activity and affected mouse behaviors. At the end of my talk, I
would like to briefly share the progress of our on-going project
investigating the phenotypic consequences of another such amino acid
change in a synaptic protein SLITRK1.
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